Rapid Protein Determination in Meat using Automated Dye Binding Technique: Collaborative Study
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¥ Place the sample in the cup - Using the balance, weigh out
the appropriate amount of sample (included in the method
information) into the sample cup. This information will be . ; Beef Hot Dog 9.41 0.12
automatically sent to the Sprint. Dry Hard Salami 2112 0.08

Ten blind duplicate samples were sent to each of the ten collaborating
laboratories. Each of the samples was analyzed and the final results
compared to the AOAC Standard Method of analysis for protein i
determination (981.10). q q . | A
Sermination( ) % Place the sample cup and filter into the Sprint ' Semi-Dry Summer Sausage ~ 18.41 023
Al Ham, Natural Juices 17.89 0.13
¥ Start - Press the Start key to begin to add iTag, homogenize
the sample, and perform the analysis. Upon completion, the
test will stop automatically and the result will be displayed on Beef Jerky 38.65 0.08
the onboard screen.

Pork Sausage, raw 15.78 0.34
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